Supplementary Figure S3 : Lineage-specific quantitative genomic PCR. Genomic qPCR was performed to assess the clonal composition of cell line HG3. Single cell clones carrying a specific mutation were used as reference.
was assessed by qPCR. Aza (5 μM) was given for 72 h. 
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VH1
forward 5′-GGC CTC AGT GAA GGT CTC CTG CAA G -3′ VH2 forward 5′-GTC TGG TCC TAC GCT GGT GAAA ACC C -3′ VH3 forward 5′-CTG GGG GGT CCC TGA GAC TCT CCT G -3′ VH4 forward 5′-CTT CGG AGA CCC TGT CCC TCA CCT G -3′ VH5 forward 5′-CGG GGA GTC TCT GAA GAT CTC CTG T -3′ VH6 forward 5′-TCG CAG ACC CTC ACT CAC CTG TG -3′ JH concensus reverse 5′-CTT ACC TGA GGA GAC GGT GAC C -3′
